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polymerase chain reaction following bone marrow

EXPERIMENTAL STUDY ON THE DETECTION OF BCR-ABL
FUSION GENE IN LEUKEMIAS BY RT-PCR

Li Wei Du Chuanshu

(Department of Medical Genetics, Sun Yat-sen University of Medical Sciences, Guangzhou, 510089)

A rapid reverse transcriptasestranscibed PCR ( RT-PCR) was established to detect different types
(b3a2, b2a2, Bla2) of berabl fusion m RN As in leukemias. The RT reaction conditions were optimized by
orthogonal design. To improve the sensitivity and specificity, we used different primers and nested RT-PCR
for amplification. The specific PCR products were identified according to their restriction enzymatic sites with
the use of restriction enzymes in replace of probe hybridization. Using these method for the detection of 12
cases of chronic myeloid leukemia, 11 cases were found to be presenting different types of ber—abl m RN A
Wealso provided some considerations for clinical applications-
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